ABSTRACT We report here the draft genome sequence of Weissella confusa MBF8-1, an isolate from a homemade fermented soybean product that produces sucrases and exhibits antibacterial (bacteriocin) activity. The draft genome of W. confusa MBF8-1 comprises a 2.2-Mbp chromosome and a 17.8-kbp bacteriocin-encoding plasmid. Two putative glucansucrase genes were also identified.
value of 95,287 bp) and plasmid pWcMBF8-1 (17,643 bp). PGAP detected 2,088 coding sequences, five rRNA operons, and 81 tRNA genes in the MBF8-1 chromosome. Using the partial amino acid sequences of glucansucrases Gtf8-1A and Gtf8-1B (3) , two complete open reading frames, gtf8-1A and gtf8-1B, respectively, were identified. A 1,769-amino-acid protein is encoded by gtf8-1A, and gtf8-1B encodes a 1,652-aminoacid protein. Both Gtf8-1A and Gtf8-1B are predicted to be exported by the secretory (Sec)-dependent pathway (12) and are distinct from the W. confusa LBAE C39-2 dextransucrase (13) . Gtf8-1A is homologous to GtfKg3 of Lactobacillus fermentum Kg3 (14), and Gtf8-1B is more similar to GtfG of Streptococcus gordonii (15) . Accession number(s). This whole-genome shotgun project has been deposited in DDBJ/ENA/GenBank under the accession no. MNBZ00000000. The version described in this paper is the first version, MNBZ01000000. The GenBank accession number of plasmid pWcMBF8-1 is KR350502.
